INTERPRETATION TABLE

DRB1*12 SSP subtyping

Amplification patterns of the DRB1*1201 to 1216 alleles

Well
1 2 3 4|5 6| 7 8] 9 10 11 12

Length of spec. 135 | 215 | 165 | 105 | 165 | 250 | 215 | 195 | 165 | 195 | 250 | 170
PCR product
Length of int. 515 | 430 | 430 | 430 | 515 ] 430 | 430 | 430 | 430 430 | 430 | 515
pos. control®
5'-primer? 16 | 16 | 16 | 16 | 16 | 16 | 26 | 16 [ 37 | 16 | 16 | 16

SgTT¥ | g7 1% | ¥qTT¥ | %77 | %-gT7 1% | ¥gqT7T% | ¥77A% | g7 7% | ¥AgC® | ®gqTT¥ | gTT® | ¥qT T
3-primer® 47 | 74 | 57 37 | 57 | 8 | 8 | 67 | 78 67 | 85 | 58

®.ggA® | ¥-cgC® | *-cAT® | ®gAg® | -cgA® | -cAg® | -cAg® | T-gAT® | -cA A | SgAAT | P.cAA® | SccT?
Well No. 1 | 2] 3] 45 6| 7] 8] 9 10]11]12
DRB1 allele’
*120101 1| 2 4|5 6| 7] 81|09
*120102 1 2 415 6 7 8
120201 1 2 4| 5| 6 | 7 9 | 10 | |
*120202 1 2 4 | 5 6 7 10
*120302 1] 2 | 4 | 5 | | 8 | 11 |
*1204 1 2 4 6 7 8| 9 12
%1205 1 2 | 5 | 6 | 7 | 8 | | |
*1206 1 2 4 15 6 7 81|09
*1207 1] 2 | 4[5 | 6 | 7| 9 | | |
*1208 1 2 4|5 6 8 | 9
%1209 1 2| 3| 4 6 | 7| 8| 9 | |
*1210 1 2 4 15 6 7 81|09
*1211 1] 2 | 4| 5] 6| 7] 8] 9] | |
X212 1 2 4|15 6 7 9
%1213 1 2 4| 5| 6 | w 9 | 10 | |
*1214 1 2 5 6 7 8
*1215 1] 2 | | 5 | 6 | 7 | 10 | |
*1216 12 4 | 5 10
*080101-080103,
0807, 0808, 0811, 10
0816, 0826
*080201-080203 3 10
*080302, 0814, 0815,
0823, 0827, 0829, 8
0833
*080401, 080404 3 10 11
Well No. 1 | 2] 3] 4 5 | 6 | 7 | 8 9 | 10 | 11 | 12
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INTERPRETATION TABLE

DRB1*12 SSP subtyping

Amplification patterns of the DRB1*1201 to 1216 alleles

Well
13 | 14 | 15 | 16 | 17 | 18 | 19 | 20 | 21 | 22
105 | 135 | 200 | 75 | 80 | 135 | 195 | 220 | 105 | 220 Length of spec.
PCR product
515 | 515 | 515 | 430 | 430 | 515 ] 430 | 430 | 430 | 430 Length of int.
pos. control*
16 | 149] 16 | 26 | -16 | 16 | 16 | 25 | 16 | 26 5'-primer?
SgTT¥ | Scag® | FoTT¥ | SaTC? | f-cAA® | SgTT¥ | FgTT¥ | YgCT¥ | g1 T | STTAY
37 | 181 | 69 | 38 | -2 | 47 | 67 | 85 | 38 | 86 3'-primer®
SgAA® | ST T | S.cTe? | ®-cag® | T-AgC® | ®gAg® | -gAg® | P-cAg® | f-cag® | P-cACT
13 | 14 | 15 | 16 | 17 | 18 | 19 | 20 | 21 | 22 Well No.
DRB1 allele®
21 *120101
21 *120102
| | | | | | 21 | 120201
21 *120202
| | | | | | 21 | *120302
21 *1204
13 | | | | | | 21 | %1205
14 21 *1206
| | 15 | | | | 21 | *1207
16 21 *1208
I I 21 *1209
17 21 *1210
| | | 18 | | 21 | *1211
19 21 *1212
| | | | | 20 | 21 | %1213
13 *1214
13 | | | | | | 21 | *1215
21 22 *1216
*080101-080103,
0807, 0808, 0811,
0816, 0826
*080201-080203
*080302, 0814, 0815,
0823, 0827, 0829,
0833
*080401, 080404
13 | 14 | 15 | 16 | 17 | 18 | 19 | 20 | 21 | 22 Well No.
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